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10048 | RAE 1 BIR 25 - Clostridioides difficile B&FAE X ™) RET L& B =fidaxomicin® A F 14 4 —hRERE [ EEE- B RER(T) 01-1 9A25H (K) 8:30~9:25 |5E5%15(3F HFIRFHEES301)
10049 |fi~ D ITHEEE B LIz A DX/ 00 REDin vivo PK/PDE S LLES —iERE (R BERO) 01-2 9A825H (K) 8:30~9:25 |5B5R15(3F HRFEES0)
10071|Hollow Fiber Infection ModelZ FALM=[IMACHE =Xt 9" B4R LA AR D B Zh 14 FE —RE | B BYRR(0) 01-3 9258 (K) 8:30~9:25 |5E5R15(3F HRFEESI0)
10024 |#f 5T 2B A B CTHERRRBIIZEIR AR VG S —MRSAE IME EMSSAR ME D LLE NS — —fRERE [ EEE-BEER() 01-4 9H25H (K) 8:30~9:25 |5E5RI5(3F HRFEES0)
10120 EA1EICA T -BARRAFE AT EHBED-ODBERE-DIF o EOREL—XRELARKRDOLE — R | B BYRRA0) 01-5 9258 (K) 8:30~9:25  |5E5% 5 (3F HRFHE30)
10033|L TP RESRITHIEICE (T HREEIRY —AERE | ER-BYER0) 01-6 9A825H (K) 8:30~9:25 |55%15(3F FRFHEE301)
10077 |@3& -/ B EHRMT < &Y B WA 2= Bacillus J&& Clostridium RO FARE D ZEIZDNT —RERE2 | ERE-BWRERQ) 02-1 98258 (K) | 9:25~10:10 #5415 (3F HLEE301)
10078| Staphylococcus aureus HARAEETEE DHFFICERLGREF DR —fERE2 B -EYERQ) 02-2 98258 (K) 9:25~10:10 |5B5%15(3F HRFEES0)
10116 Staphylococcus epidermidis BRIR 7 BEMRDIBIEE LUNAF DAV LBRICRIFT T ILa—RADEE —fRiERE2 | EEE-BYRERQ) 02-3 98258 (K) 9:25~10:10 |5B5%15(3F HIRFHEE301)
10162 (FREZFR R MK E (UPEC) N E L T SRR R HEE FGuaBDHERERZAT —AUERE2 (ER 2R 02-4 9A258 (K) 9:25~10:10 |385%15(3F HFRFHEE301)
10172(E BB OERICESTHEEINSINAFTILLOMBEERZHFRICONT —iRiERE2 | R - EEER(2) 02-5 9A258 (K) 9:25~10:10 |55 (3F HRFEEI01)
10178|UropsepsisM E & M > Bt S - FREGH R ME K E (UPEC) DR IR EREAT —f%ERES |- BWERO) 03-1 98258 (K) | 10:10~10:55 |H5%15(3F FLHE301)
10054| KEGHEIEE L ENHUOFBIZRIFTZEICETHHME —ARERES | B - EBMEER®) 03-2 9825 (K) | 10:10~10:55 |%¥5415 (3F haB=301)
10081(LECT2/ w97 I b RE ALl R ERE R EIZH T HLECT2D % E| —ARERES | E-EWEERQ) 03-3 9H25A (K) | 10:10~10:55 |E5<18 (3F h&EEF301)
10109 |clade IIZJE 9 B AFBE iR B 3K Candida auris D RFEINEIT 0 AREEET )LE AR IR T —MRES | B -BYREREO) 03-4 9A25A(K) | 10:10~10:55 |HE5R15(3F hLFEES30)
10110 #EFRFMEBEBE(CH 1T B IRERERE RV LEFITE~ REME R LB/ NENSE X DBER AR~ —fUERES | EH - BYEEREQ) 03-5 98258 (K) | 10:10~1055 (%5415 (3F hLE=301)
10129 |1BFEMEH DA FEX I RET ILE ANz Candida albicans TRIR T LR BE R F O BEE M ICE T S A24T —fRiERES |(EEE-BYRERG4) 04-1 9A25A (K) | 13:10~13:55 |%H5R15(3F HRFEESI0)
10145 | BHKMRAAEEE I HIL-1 8 . CXCL10, fHACIFZIRIRELI-KERE VAL ATER D B ARIE LR —hREES | B -BHMERRG) 04-2 9A25H (K) | 13:10~13:55 (55415 (3F FLFE=301)
10152 (£ AR E DIL-13IC K HAREL VY BKE (GAS) B EHR M Dmincle EIRETNF- o £ (B R RIE) DI —RE4 | B -BYERER4D 04-3 9A25H (K) | 13:10~13:55 |55 (3F FFHE30)
10176 |IEIR X 2D DBESRCF 59 Htype-24 1 A4 IL-13EMincle D B E —fEREs (BB -BYWERA) 04-4 9A25A (K) | 13:10~1355 |FE54I5(3F hREE301)
10189|ER/ LA AL ABRICTOT7—HIT LD BRARELEITH I HEIEHEE —fiEE4 | EHE-BYRERG) 04-5 9F258 (K) | 13:10~1355 |5E5%I5(3F F=HEE301)
10017| Staphylococcus aureus 12§11 BlascufloxacinD & 71 &mutant selection window® LEEi#& & —hLERES | FERIWE 05-1 9A25H (K) | 13:55~14:40 (55415 (3F hLFE=301)
10044 %N"?%f%“ﬂggsd-—F?ﬁiﬂi%%@mﬁm@i%|% IR IBRBDSMILIERUBEFOBBE - THE _gowens [mamm 05-2 9A25A (K) | 1355~14:40 |HE5&15(3F h&iEE301)
10053|ESBLEE4E Escherichia coli |33 % B ~lactam R E F4HK| Dmutant selection window —HERES | FEAIm 05-3 9A25A (K) | 13:55~1440 |FE5R15(3F hEFEES30)
10088 ERIEVEA MK IO T=0— )L K77 ORR) U RBMER O L5/ LRI E ST EEEZREO FHE —H%ERES | FEFIME 05-4 9A25H (K) | 13:55~14:40 |55 (3F FRFHE30N)
10155\ AF LU B2 M E R TR IBRE ZH T Dcefazolin& penicillin GD X ZEit 14 —AERES | EAIm 05-5 9H258 (K) | 13:55~14:40 |58 (3F HREE301)
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10183|ECMOZ A I LY ap TET-EAEMSSART % D — 45 —MEE6 MR- Ak 06-1 9A25H (K) 8:30~9:15 |5B6R15 (3F HFREEI02B)
10095|Bacteroides pyogenes|Z kDL IT—)LIEIREED 141 —ERE MR- EAE 06-2 9258 (K) 8:30~9:15 |ZE6R15(3F FRFEEI02B)
10097 giﬂﬁf\g%%—l:}wéﬁﬁ%ﬁﬂﬂﬁ & (Antimicrobial Stewardship: AS);EENIHMEPM,PIPC/TAZDERAE-# |_ (EEE | Erhihs 06-3 9B 258 (K) 830~0:15 |#6218(3F thaiHE=302B)
10154 ;}j\zﬁ)w—)w-‘r“—a’éﬁﬁuf:ﬁEP;"a',EAE%%&ﬂ%&LT:#H‘%%EIEEFﬁi#ﬁa‘—AO)ﬂ)\94s>7“l:E§¢6 —peEmEs |#m - A 06-4 90F 258 (K) 830~0:15 |H62IE (3F thaBEI028)
10161 | BIER R A5 D B MAEZ G 56 L - BME BB 36 FE B D WA M F HIHR 5T —fEEE | RE - Ak 06-5 9A25H (K) 8:30~9:15 |65 (3F hRFRZEI02B)
10098 |LemierreiEI&EF D245 : BRI AEE S 3w V&N, M ERRICHEE L= B E RIE DS —f%ERET | BRI E - SRR (1) 07-1 9A258 (K) 9:15~10:10 |65 (3F hERHEE302B)
10106|F ThR A+ BV A LGAK L BERRFEBR DY RV —HERET | BRI E - MR R R (1) 07-2 9A258 (K) 9:15~10:10 |%6=15(3F HRFHE302B)
10045|O$1L/R 98¥ Salmonella enterica B MAE (2 XL . tRIZFT &EHEL Salmonella BE R FEZATL NG L= —RRERET |BRME - mFTREEE(T) 07-3 98258 (K) 9:15~10:10 |65 (3F HRFEE302B)
100477 5 LREMREREMIEICHS (T HNPNMEREICK I Mt FREERF D& —hYERET  |BROAE - MR REER(1) 07-4 9A25H (K) 9:15~10:10 |H6=15(3F HRFEEI02B)
10057 |#& = 3L th RIGFEIZ &+ B Salmonella J& B MLAE D 1% &+ —HERET | BRIE - iR R (1) 07-5 9A25H (K) 9:15~10:10 |65 (3F HHRFEE302B)
10058 | B2 BIEETRE LNAZHMNIANE X TH O BEFE ML RIE D —F —hRERET |BROnAE - MR REER(1) 07-6 9A25H (K) 9:15~10:10 |3E6x35 (3F hRFHZE302B)
10073| BH ML B A preumoniae EAEIZ LY FET- L1- % R AL ET B E O — LR 5 —H%ERES  |BRUIMIE - MR () 08-1 9H25A (K) | 10:10~10:55 |HFE6R15(3F hRFEE3I02B)
10079 | RAEEEARR BB KRS PO EEICEL-CandidaBIZ &K DHT—T )L LD IEH —hRERES |BRMYE - MR EEEE(2) 08-2 9A25A (K) | 10:10~10:55 |HE6R15(3F hRFEE302B)
101053l A% 2% - BE 5 & % 24 Dialister pneumosintes & MAF % £ L1=—%l —ARERES | RROnAE - MR ER(2) 08-3 9A258 (K) | 10:10~10:55 |F6215(3F h&iFE=E302B)
10111 | HFRIER & 1+ SR FRARND T —T )L B 57 2% 22 5iE 24009 D R PRV FH8 SHER B OO BE & —hERES | RRILAE - IR (2) 08-4 9A25H (K) | 10:10~10:55 [5E6R15(3F HFRiHEZE302B)
10114|TANAF T4V AR5 CBELI-BMAE) RV DIRE : A2 74T —ARERES |BRIMAE - MR REE(2) 08-5 9H25A (K) | 10:10~10:55 |FE6R15(3F hRFEE302B)
10142|MRSAD RIEAT—T VIR REE AR, EFRMEITERMEMAREEFFIRR D ZWICE>1=—15I —hREREY  |BROnAE - MR REER(3) 09-1 9A25A (K) | 13:10~14:05 |H6R15(3F hRFEE302B)
10149 Nocardia B MLAEBRICKT L CHEEZ M ETICERMZZEL=14I —HEREY  |BRIE - R R @) 09-2 9A25H (K) | 13:10~1405 |[56%15(3F FLFEE302B)
10151| Kocuria BER H I DERREIE F EEFI R IR T 5485 —hREREY  |BROnAE - MR EE(3) 09-3 9A25A (K) | 13:10~14:05 |H6R15(3F hRFEE302B)
10156 Corynebacterium & I fE £& DR EH = DT —AEREY  |BRIE - R @) 09-4 9A25H (K) | 13:10~1405 |[56%15(3F FLFEE302B)
10177 24BRIZ351+5 Staphylococcus pettenkoferi B M D A RMBRMRLABLERIC OV TORE —RREREY |BRMYE - MR EEEE(3) 09-5 9A25A (K) | 13:10~14:05 |%6215(3F hLFE302B)
10193(85:% LL E DS E 12H 1T DR D MIE L 1 2fE B DEGRAIARET &R RE —H%ERE (BRUIIE - MR REE(3) 09-6 9H25A (K) | 13:10~14:05 |HFE6R15(3F hRFEE302B)
10030 EBHAENN\ U RABRBEOHHM VR AN TEBRESHL-—H6 —HRERE10 [(FERE R RAE() 010-1 9A25A (K) | 1405~15:00 |65 (3F HRFHEE302B)
10008 | JEfE % MBS BIAE B H 12H (T HMPO-ANCAZEIZT 2R F DIFRMAR —HRERE10 [(IERE R RAE() 010-2 9H25A (K) | 14:05~15:00 |FE6R15(3F hRFEE302B)
10014| M. abscessus subsp. Massiliense |2k BRNBERRIEREBHIZETHET / LIBHRAE —RERE10 | TER B R R AE(T) 010-3 9A25H (K) | 14:05~15:00 [5E6R15(3F F=RiFEZE302B)
10035| Mycobacterium avium complex|Zx 9 % B V2 LRIMEZE2HIGE A D in vitro|ZH 1+ 5 F $H1E T —HRERE10 [(IBRE R RAE() 010-4 9A25A (K) | 1405~15:00 |HF6R15(3F hLFEE302B)
10060 |[E5% ¥ —Hh— L R &R ESNT=ffiMycobacterium kiyosense fiE D 11l —RERE10 | TER B R R AE(T) 010-5 9A25H (K) | 1405~15:00 |[56R15(3F hEFH=302B)
10061 | #54% B B I BR 1B IR IE AR B TRl & 2 LT=ffiMycobacterium persicumfE D 1451 —HERE10 (BRI R SRAE(T) 010-6 9A258 (K) | 14:05~15:00 [556&15(3F FRFEE302B)
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10062 | 145 BT AR U= INEREABRLERER T SLHAM TV hAZRILETL-—F] — RN (B E RRAE2) o11-1 9H25A (K) | 15:00~15:55 |H6R15(3F HRFHEE302B)
10063 |BCGHEREMIEABEARICRIEL-RBREMXBREICSY KBIIREBEE - [EXELZELI=14 —RHCEREN (B R RRAE(2) o11-2 9A25H (K) | 15:00~15:55 (56515 (3F FLFEE302B)
10068 | SE 21 A i1 1R $REB Mycobacterium abscessus BeBIEEFAEL, MBI X L HI Gt AE L CEIERL-—4 —AEREN (B RRSRAE(2) 011-3 9A25A (K) | 15:00~15:55 |H6R15(3F hRFEE302B)
10084 %ycobactenum mageritense |2 & B RIEEEKICEET HIREDABBERPICHRARIEICLD) U/ HEREZE-L1=1 R |ERERREQ) 011-4 0F258 (K) | 1500~1555 |®6218(3F haig==302B)
10125(ZE-IDE v b DN T4V LR B E R LT HIEFE M Mycobacterium abscessus subsp. massiliense fit M 145l —AEREN [IEA R RRSRAE(2) 011-5 9A25H (K) | 15:00~15:55 |[5H6R15(3F hEFH=302B)
10146 |[E &R EF 2 LT 1B FE M B EMycobacterium chelonae B #iE D — 1l — RN (B R RRRAE(2) 011-6 9A258 (K) | 15:00~15:55 |[556&15(3F HFRFHEE302B)
10023 A TNFERFIE AR ICERBMEERN TSR TELRIEL=—H6I —HRRE12 [ER R - WA RO 012-1 9A25A (K) | 15:55~16:50 |65 (3F HRFHEE302B)
10040 ,E%ﬁ%fﬁ?ﬂ%ﬁm:ﬁjéﬁ@mﬁ’ﬁiﬁq:'Zﬁﬁbf:ﬁ%qﬁusﬂ%?x&’ LRIAEISHL Toosaconazoled’ |_ s eseg s | mpmmse - 40 ABEE() 012-2 98258 (k) | 1555~16:50 |61 (3F thaiEE302B)
10055 | BV I R IBERDT=T L T 8D 1451 —HERE12 | EE R - A R 012-3 9A25H (K) | 1555~16:50 [5E6R15(3F FRiEZE302B)
10072|EMERERIG FRZ RIBA 1=, EE MM E R FIHIE SYWAPCOD T I RETILICH T 55T — A ERE12 | ERRE-MAREO) 012-4 9A258 (K) | 1555~16:50 |[5E6K15(3F HFRFEZE302B)
10082 |fffEERIEZ EL R RITET I HBRER LI —ILETEHL-ERERBUEIRR O —1F —HERE12 | EE R - AR 012-5 9A25H (K) | 1555~16:50 [5E6R15(3F HFRIZEZE302B)
10100| M4 FE—)L TIVRIEBE DR BFEIN M) 2R RO B A D 145 —fEERE 12 | B RS- M ARRE®0) 012-6 9H25B (K) | 15:55~16:50 |FE6R15(3F hRFEE302B)
10130| Candida M fE D RN KRR IZ DL TDHRET —MEE13 [ ERRE-WARROQ) 013-1 9H25A (K) | 16:50~17:45 |65 (3F HRFHEE302B)
10139 | BB EE IR LR B RE S G LI-BIEEE D D ED 1] —HRERE13 (R R A2 013-2 9H25A (K) | 16:50~17:45 |HE6415(3F hLiE=302B)
10171| Cunninghamella polymorpha |~ & %1&F& 1 L—JVEA BEH N =1L Tl —MEE13 [ ERRE-WARROQ) 013-3 9A25A (K) | 16:50~17:45 |%H6R15(3F HRFEE302B)
10181 HBRIZH T DT LR A )L R RSB DEG R AR 5T —HRERE13 (R R A2 013-4 9A258 (K) | 16:50~17:45 [5E56K15(3F FRFHEE302B)
10200 | EE 1R & TEMEL 1= Cladofiarophora bantianalZ & % B2 fiE —MEE13 [ ERRE-BWARRO) 013-5 9A25A (K) | 16:50~17:45 |65 (3F HRFHEZE302B)
10201 | IR T ARILFIL R FifhZE W7 ARV ILRED SRS WAL ARICET IHE —AERRS (ERE R -WMAREQ 013-6 9H258 (K) | 16:50~17:45 |F6415(3F h&#E=302B)
10164 |#2Y) iR 9 B R AE K &S24I E2 WS F=Whipple s O — i —h%EE14 | BRI 014-1 9258 (K) 8:30~9:15  |EETR15(3F FRFHEI02A)
10075\ £ REAIET LD B RIZE LTz Rhodococcus erythropolis B MAE —REEE14 | B R RS 014-2 9A258 (K) 8:30~9:15  |5B7R15(3F FRFEESI02A)
10090(/8) L F =T NRPDOBEE) DI FEBEICELCZa—FELRFRIRES AR AFTODA LR ik & BrD— 5l —hEE14 | BRI 014-3 9A25H (K) 8:30~9:15 |SETRIBZ (3F hRERZESI02A)
10122|32L#Z1=xt 9" Bdose-dense ACEAIZRHEL =21 —FEL A FRMKDREL T : A RUEBRHAR —REERE14 | B AR R 014-4 9A258 (K) 8:30~9:15 |SETRIF (3F hRFEEI02A)
10187| Corynebacterium amycolatum B&H4E D EGR I & U A MZF HI R —hEE14 | BRI 014-5 9258 (K) 8:30~9:15  |5B7R15(3F PRFEEI02A)
10019 (I T4 XMW AFR TO ABREFLBIHVR ) —=V T M RA =40 —fi%ERE15 [HIV 015-1 9A258 (K) 9:15~10:00 |ETR5(BF HRFHEEI02A)
10092 |Varicella zoster virus|Z & %R M MBIE IR IE & & B 2¢ - REAEAN 2 O G FRIZHE L /=AIDS D 145 —RERE15 [HIV 015-2 9258 (K) 9:15~10:00 |HFT=15(3F HRFEEI02A)
10104| iR R DR OB D EFHIZRERL =141 ERELS [HIV 015-3 98258 (K) 9:15~10:00 |75 (3F HRFEE302A)
10124| 2 MHIVRA L EICIRE B EREZSHLI145] — % ERE15 |HIV 015-4 9A258 (K) 9:15~10:00 |75 (3F HRFHEE302A)
10182|HIVIG 128 (1 5 1 B R fiE B E (AR E B EHBcoreAgE AL =HBVIE B DR ET ERELS [HIV 015-5 98258 (K) 9:15~10:00 |$F7515(F HRFHE302A)
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10007 | & F B B E FAMICH MV ERFE E 5T —MERE16 |[EARIRZ M- —_(F50R 016-1 9H25A (K) | 10:00~10:55 |75 (BF HRFHEE302A)
10031 |BREEEL T LEREERRRCIHIGFNEARERRTEMERIMEICETIENKF Y —/50X —HERE16 |ERIRZ M- —R(FUR 016-2 9H25A (K) | 10:00~10:55 |FETR15(3F hRFEE3I02A)
10034| ERRZFEDEFICEFEND L -V —ELEEARBREORERIDAE —RERR16 |FERIEZME - — RIS R 016-3 9A25H (K) | 10:00~10:55 (57515 (3F HFRFEE302A)
10067 | HEEDEEFI Mo RHBEIEX B BRRIEDKRERE —HERE16 |ERIRZ M- —R(FUR 016-4 9A258 (K) | 10:00~10:55 [5E7RI5G(3F FRFEE302A)
10096 | ;& 3EE A D& SN f=Bacteroides spp. 158RIZE T2 ETARY —LEEH-MEI MR ERZMEORLIAEHRET | —REE6 [EFHRZM-H—X(50R 016-5 9A25H (K) | 10:00~10:55 [ZE7RIG(F FRFEE302A)
10128 Mycobacterium avium complex|Zxt 9 % & IBFEHIRKZ 1 Dl &5 F R FRIBRIT —HERE16 |ERIRZ M- F—R(FUR 016-6 9A258 (K) | 10:00~10:55 [5E7H35(3F FRFEE302A)
10190|ASPE A [Z & B Hii A P28 i A B I3 —f%;ERE17 |Antimicrobial stewardship(1) 017-1 9A25A (K) | 13:10~14:05 |HFETR15(3F hRFE302A)
10001 (R AT S X RITEA TOAWaRe B E D DR R —fi&;ERE17 |Antimicrobial stewardship(1) 017-2 9H25A (K) | 13:10~14:05 |FETL15(BF HhLFETE302A)
10003 | M & I E G B E xS DASEIE DAL : Charlson comorbidity index® 222 —fi&;ERE17 |Antimicrobial stewardship(1) 017-3 9A258 (K) | 13:10~1405 [HTRIE(F FEFBE302A)
10018| B EHDE FRIAVN—FAVMERBFTBRBEIVTISVAN LN HEEOERAERSHNEHL145] —fi%;E7&17 |Antimicrobial stewardship(1) 017-4 98258 (K) | 13:10~1405 |HEI&15(3F FRHEE302A)
10028 | 413 1T HMRSAE MIE(Z X T DASTH ASHR DR ET —f&;ERE17 |Antimicrobial stewardship(1) 017-5 9A25A (K) | 13:10~14:05 |HETR5(BF hRFEE302A)
10032 EHAERIRICE T D ARBEDEEBRIRHEODA/IV T EZDOHAKICEAL TOEE —fi%;ERE17 |Antimicrobial stewardship(1) 017-6 9A25B (K) | 13:10~14:05 |FETR15(3F hRFE302A)
10036 | FEFIEF X EDMBEARHFAFIOBAICLLIEEFTH~ADTE —fi%ERE18 |Antimicrobial stewardship(2) 018-1 9H258 (K) | 14:05~15:00 |5E7R15(3F HRFEZEI02A)
10051 [FFIR B2 BENEFIERLT IR T 2 ARICH T HIMNTMIEZ A AccessfE ALLEANEZ 5B DRET —fi%;E 7818 |Antimicrobial stewardship(2) 018-2 9H25A (K) | 1405~15:00 |FETL15(3F HLFEF302A)
10052 | I EEBIEFIRIC LS ERBRA~NDEE —fi%;ERE18 |Antimicrobial stewardship(2) 018-3 9A258 (K) | 1405~15:00 [ZHT&E5(3F FREFEE302A)
10066| & H 1 BRRIRICH 1T AAORRLEBREDEE(ZDINT —fi%;% 7818 |Antimicrobial stewardship(2) 018-4 9H25B (K) | 1405~15:00 |FETL15(3F HLFEF302A)
10070| 4V KB OMBRBEFRA~NOBYBAHLEEDEE —fi%;ERE18 |Antimicrobial stewardship(2) 018-5 9A25H (K) | 1405~15:00 [H7R15(3F HEFBE302A)
10085\ 74 NIV H AU RPEEMLFEIE L EXKIEAAO =SV — LB EREL FER LI=—5I —fi&;E7E18 |Antimicrobial stewardship(2) 018-6 98258 (K) | 1405~1500 |HE7&15(3F FRHE302A)
10089 | FIRIESRIEIH T5 S WIBEHE I L DASTEHD T REZDHE —f%;ERE19 |Antimicrobial stewardship(3) 019-1 9A25A (K) | 15:00~15:55 |HFTR15(3F hRFE302A)
10094 | ZEHHF + B DIMMRSARE LA L7 7 DRI LB —fi%;ERE19 [Antimicrobial stewardship(3) 019-2 9H25A (K) | 15:00~15:55 |HET74L15(3F hLFEF302A)
10117| R FMHIZEHTHAWaRe M FEZ AV RRBRERAREBAE~NEEZBEEAOHISFELEDERE~ —f&;ERE19 |Antimicrobial stewardship(3) 019-3 9A25A (K) | 15:00~15:55 |HTR15(3F hRFEE302A)
10140| RZ M EIRMIMEBAIZE T HREZER~DZE DRET —fi%;E 7819 |Antimicrobial stewardship(3) 019-4 98258 (K) | 1500~15:55 |HEI&15(3F FREHE302A)
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